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A potential genetic marker for meat
tenderness in the calpastatin gene in

Nellore (Bos indicus) cattle
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Introduction

Identification of the genes and/or polymorphisms underlying The results showed that the allele C was a little more frequent

quantitative/qualitative traits, and an understanding of how (0.51) than allele G (0.49) in the evaluated population and

these genes/polymorphisms interact with the environment or 22-4%0 of the population had GG genotype, whereas the

] 0,
with other genes affecting economic traits might be the keys to ST o (EIC el (CIET REMiREs ok 220 gl 52270,
successful application of marker-assisted selection in the GV AR

commercial animal population X Table 1. Genotypic frequencies for CAST polymorphlsm
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The aim of this study was to analyze the association between a
ingl leotide pol hism (SNP) in the calpastati GG 18 224
single nucleotide polymorphism in the calpastatin gene cG - _—

and meat tenderness in Nellore cattle and evaluate the allelic CAST 23.7

frequency of the SNP.

Material & Methods
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