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Number of individuals involved and estimates of effective size for each defined cohort in the
Xalda sheep breed obtained by linkage disequilibrium method (Neg,; Hill, 1981) and |

pedigree information. For the linkage disequilibrium estimates the correlation among
alleles (r) and confidence intervals on 95% (in brackets) are also described. Number of
Individuals included in the pedigree and genealogical, average equivalent complete
generations (t), and mean individual increase in inbreeding ()in percentage), realised
effective populations size () and their standard errors (in brackets) are also given

Linkage disequilibrium (Hill, 1981) Pedigree information

N Estimate of r Nep) N T e
Base population 78 0.01764 68.4 (63.5-73.8) 0.0 - -

Cohort 1 49  0.02742  57.9 (50.9-66.6) 1.0 0.8 (x02) 665 (+13.4)
Cohort 2 51 0.02790  41.0(37.3-45.2) 20 12(x02) 418(£54)
Cohort 3 71 0.02071  49.2 (45.4-53.6) 31 21(x02) 237(x1.7)
Cohort 4 36  0.03767  34.5(31.0-38.7) 37 40(x04) 12.3(x1.3)
Group 1 143 0.01090  88.3 (82.9-94.3) 0.9 0.7(x0.1) 76.6(z13.0)
Y Group 2 0.01189  70.4 (66.7-74.4) 27 14(x01) 368(£27)




