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Introduction and objective

It is generally accepted that the fatty acid (FA) composition of dietary fat from meat and dairy products is affected by a number of nutritional and
genetic factors. Stearoyl-CoA desaturase (SCD) is an enzyme responsible for the conversion of saturated fatty acids (SFA) into monounsaturated
fatty acids (MUFA). It is also involved in the endogenous production of the cis-9 trans-11 isomer of conjugated linoleic acid (CLA). The SCD1 gene
coding for this enzyme is regulated by sterol regulatory element binding proteins (SREBPs). The objective of this study was to associate the
polymorphisms in SCD1 and SREBP-1 genes with the FA composition of intramuscular and subcutaneous fat in Fleckvieh bulls.

Material and methods

Genomic DNA was obtained from 370 Fleckvieh bulls fattened under identical feeding and housing conditions and slaughtered at a similar age.
Genotyping for the SCD1 (SNP 878C>T) and SREBP-1 (84-bp Ins/Del) polymorphisms was performed using a polymerase chain reaction method
with the previously described primers (Taniguchi et al., 2004; Hoashi et al., 2007). Muscle and subcutaneous fat samples were collected from the .
longissimus thoracis and the brisket, respectively. The fatty acid profile (g/100 g of total FA) of intramuscular and subcutaneous fat was determined
using a gas chromatography method.

Results
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Cl4 index=C14:1cis-9/(C14:0+ Cl4:1cis-9).100, Cl6index=C16:1cis-9/(C16:0+ Cl6:1cis-9).100, Cl8index=Cl18:1cis-9/(C18:0+ C18:1 cis - 9) .100

Conclusion

It was demonstrated that the polymorphism in the SCD1 and SREBP-1 genes existed in Fleckvieh cattle. The SCD1 polymorphism (SNP 878C>T)
was associated with proportions of several FA and FA indices in intramuscular and subcutaneous fat.
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