Association study of the PRL gene polymorphisms with milk
performance traits in Latvian Brown cattle breed

A. Jemeljanovs!, 1. Zitare!, N. ParamonovaZ2, I. Poudziunas?, O. Sugoka2, J. Miculis!, and T. Sjakste?

! Research Institute of Biotechnology and Veterinary Medicine “’Sigra”, Latvia University of Agriculture, Instituta str. 1, Sigulda, LV-2150, Latvia; e-mail:
2Institute of Biology of the University of Latvia, Genomics and Bioinformatics, Miera str. 3, Salaspils, LV-2169, Latvia

Prolactine is a polypeptide hormone with multiple functions including regulation of mammary gland development, milk secretion, and expression
of milk protein genes. Bovine prolactine gene (PRL) was mapped on chromosome 23 and seems to be a potential quantitative trait locus of milk
performance. Gene consists of 5 exons encoding the 199-amino-acid mature protein. Several single nucleotide polymorphisms of coding region

(cSNP) have been evaluated previously as potential markers of milk performance traits. Allele frequency and genotype distribution of the exon
IV Rsal site (A7490—G) was shown as associated with milk yield and fat content in Black-and-White cows (Brym et al., 2004).
To genotype ¢SNP of G74°—A of the exon IV and promoter region microsatellite (MS)
in Latvian Brown (LB) cattle breed.
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Results
PRL gene microsatellite polymorphism in Latvian Brown cows
SNP G74%— A polymorphism in Latvian Brown cows
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Conclusions

O Animals with genotype AG appears to be have a higher milk yield and fat in the first lactation than cows with genotype GG.
O MS of (TG)6TA(TG)n motif was presented by common allele of 160 bp, rarer of 155 bp and rare alleles of 156 bp and 159 bp.
O LB breed cows with genotype 160/160 had a higher milk yield, fat and protein in the first lactation than cows with genotype 155/160.
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