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MODELLING EPISTASIS BETWEEN QUANTITATIVE TRAIT LOCI ON
SWINE CHROMOSOME SIX

* MATERIAL

ANIMALS :
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# CONCLUSIONS

« evidence for 2 QTL (P ,=0.00005, Pgonrerron=0-072) at 84 cM
(SW1473 - LPIN2 ) and 96 cM (ADCYAP - S0003)

s\allalces: 6°=02: Of D6 0. 054 O B69 O o7
« result highly consistent with previous analysis wit h fixed QTL

« epistatic relationship between QTL at 49 and 59 cM  was not

confirmed
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# RESULTS and MODELS
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Variance estimate

« allowing for covariance between QTL did not influen
of QTL position and variances -> a too simple covar

ce estimates
iance model
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