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ODbjectives
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CYP2E1 Promoter Analyses
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CYP2E1 Promoter Analyses
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CYPZ2E1 Promoter Analysis
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Control of Skatole Accumulation

a Liver N\
HNF-1(COUP-TF1

\ /- — — Androstenone

CYP2E1
Skatole ) Product

N

Skatole Excreted

Adipose Tissue
U J




e D
Acknowledgments
/> Biotechnology and Biological Science \
Research Council (BBSRC)

» Department for Environment, Food
and Rural Affairs (DEFRA)

» Genesis Faraday Partnership
»Meat and Livestock Commission

» Cotswold Pig Development Company

K> Rodlin Institute (Prof. A. Archibald, DrT. Skinr@/




	Functional analysis of the pig CYP2E1 promoter and identification of the transcription factors required �for CYP2E1 expression
	Boar Taint
	Control of Skatole Accumulation
	CYP2E1   Expression
	Objectives
	             5’-Flanking Region of the Pig CYP2E1
	             5’-Flanking Region of the Pig CYP2E1
	CYP2E1 Promoter Analyses
	CYP2E1 Promoter Analyses
	CYP2E1 Promoter Analysis
	Gel Mobility Shift Assay
	   Gel Mobility Shift Assay
	Effect of Androstenone on CYP2E1 Promoter Activity
	Effect of Androstenone on COUP-TF1 Binding
	Control of Skatole Accumulation
	   Acknowledgments

